SUPPLEMENTARY FILE 1	
CRISPR analyses
We identified Clustered Regularly Interspaced Palindromic Repeats (CRISPRs) [1–10] in assembled cellular metagenome reads to evaluate the degree to which these viruses actively infect cells in this study site. MetaCRT [11] identified 17 CRISPR loci containing 81 spacers from contigs assembled from the cellular metagenome. None of these spacers had matches to previously sequenced spacers in either our previously published CRISPR spacer database [12], or in the CRISPRdb database constructed by Grissa et al. [13]. We define a “match” as a 100% identity over at least 20 base pairs [12]. However, five of the spacers identified in the hydrothermal vent cellular metagenome contigs had matches to reads in the hydrothermal vent virome. All of the viral reads matching these CRISPRs were annotated as “unknown,” with the exception of one read labeled as a lipoprotein from Fibrobacter succinogenes. The matches between the cellular CRISPR spacers and the viral fraction indicate that the CRISPR loci of cells from the vent environment have recorded fairly recent infections by these viruses. Interestingly, the spacers that matched the vent virome occurred several times within the same CRISPR locus, and spacers located at the 5’ end of the CRISPR locus matched several different viral reads. The 5’ location of CRISPRs matching multiple viral reads supports previous findings that CRISPR spacers incorporate sequentially at the 3’ end of the locus, with the most conserved (and most frequently used) spacers occurring at the 5’ end [14].
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