	 
	Gram stain BV
	Gram stain Intermediate
	Gram stain Normal

	Oligotype
	VS (35)
	PS (30)
	U (29)
	VS (5)
	PS (5)
	U (3)
	VS (8)
	PS (6)
	U (9)

	TCCCTCGA
	33
	25
	25
	5
	4
	3
	5
	2
	7

	TTTTACGA
	32
	13
	18
	4
	2
	3
	4
	5
	5

	CCCCTCGA
	29
	12
	16
	4
	1
	2
	0
	0
	4

	TTTTTCGA
	27
	11
	12
	4
	1
	1
	1
	3
	6

	TCCCACGA
	25
	2
	9
	2
	0
	2
	0
	0
	3

	TCCCACAG
	22
	11
	10
	2
	1
	1
	2
	1
	3

	TTCTTCGA
	22
	8
	12
	2
	1
	1
	0
	0
	7

	TCCTACGA
	21
	2
	9
	3
	0
	2
	0
	0
	4

	TTCTACGA
	20
	8
	9
	4
	2
	1
	1
	0
	2

	TTCCTCGA
	20
	5
	16
	3
	0
	3
	1
	1
	4

	CTTTACGA
	20
	3
	6
	1
	0
	3
	0
	2
	2

	TTTCTCGA
	20
	2
	11
	1
	0
	2
	0
	0
	4

	TCTTACGA
	19
	3
	6
	1
	0
	2
	0
	0
	2

	TCCTTCGA
	18
	2
	15
	3
	0
	2
	0
	0
	4

	CCCCACAG
	14
	3
	4
	2
	0
	0
	0
	1
	1

	TCTCTCGA
	14
	1
	6
	2
	0
	1
	0
	0
	1

	TTTTATGA
	13
	5
	7
	1
	0
	0
	0
	1
	3

	CTTTTCGA
	13
	1
	6
	3
	0
	0
	0
	0
	2

	TCCCATGA
	12
	0
	5
	1
	0
	0
	0
	0
	1

	TCCCTCGG
	11
	2
	4
	1
	0
	1
	0
	0
	0

	TCTCACGA
	10
	3
	4
	1
	0
	0
	0
	0
	0

	TCCCCCGA
	9
	2
	9
	0
	0
	2
	0
	0
	2

	TCTTTCGA
	9
	1
	8
	1
	0
	1
	0
	0
	2

	TTTTACAG
	9
	0
	6
	0
	0
	0
	0
	0
	1

	CTCTACGA
	8
	4
	3
	2
	1
	0
	0
	0
	0

	CTCTTCGA
	8
	3
	5
	1
	0
	0
	0
	0
	1

	TTCCACAG
	8
	2
	2
	2
	0
	0
	0
	0
	1

	TTTTGCGA
	8
	1
	2
	0
	0
	0
	0
	0
	0

	TTTCACGA
	8
	0
	7
	1
	0
	2
	0
	0
	2

	TTTCATGA
	8
	0
	3
	0
	0
	0
	0
	0
	1

	TTCCACGA
	7
	1
	2
	1
	0
	0
	0
	0
	0

	TTTCACAG
	7
	0
	4
	0
	0
	0
	0
	0
	1

	TTTTCCGA
	6
	1
	4
	1
	0
	0
	1
	0
	1

	ACCCTCGA
	6
	0
	4
	0
	0
	2
	0
	0
	0

	TTCCATGA
	6
	0
	3
	0
	0
	0
	0
	0
	0

	TCCCGCAG
	6
	0
	1
	1
	0
	0
	0
	1
	1

	TTCTACAG
	5
	1
	1
	1
	0
	0
	0
	0
	0

	TTCTATGA
	5
	1
	1
	0
	0
	0
	0
	0
	1

	TCCTATGA
	5
	0
	2
	0
	0
	0
	0
	0
	1

	CCCCACGA
	5
	0
	2
	0
	0
	0
	0
	0
	2

	CCCTACGA
	4
	1
	5
	1
	0
	0
	0
	0
	0

	CTCCTCGA
	4
	1
	3
	1
	0
	0
	0
	0
	0

	CTTTATGA
	3
	3
	4
	1
	0
	0
	0
	1
	1

	TCCTACAG
	3
	0
	4
	0
	0
	0
	0
	0
	1

	TTCGACGA
	2
	1
	0
	0
	0
	0
	0
	0
	0

	TTCCATTG
	1
	1
	0
	0
	0
	0
	0
	0
	0
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