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Figure S5. Alignment of gene deduced amino acid sequences of HZO cluster 1 (fCRD07-1-02, fCRD41-1-05), cluster 2x (fCRD07-2-01, fCRD75-2-09) and the representative HZO sequences from the Genbank. The gene sequences selected from this study for alignment were the representatives of the 2 most abundant OTUs in each cluster. 
